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Gene set: dapmagevgl4 (71% ref align, 61% best)
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Gene set: dapplx10evg (71% ref align, 56% best)
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Gene set: dapmag (62% ref align, 44% best)
el . . L . AL .o .o . ellelelee NNIIE .o |
5050 5100 5150 5200
Shorter Ref Genes, median aasize=349
Gene set: dapplxjgivll (60% ref align, 40% best)
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